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Claims 



That which is claimed is: 



1 . An isolated peptide consisting of an amino acid sequence selected from the 
group consisting of: 

(a) the aminc\acid sequence shown in SEQ ID NO:3, 6 5 9, . . . 1527, 
1530 and 1533; 

(b) the amino icid sequence of an allelic variant of the amino acid 
sequence shown SEQ ID NO:3 5 6,19, . . . 1527, 1530 and 1533, wherein said allelic variant 
is encoded by a nucleic acid molecule that hybridizes to the nucleic acid molecule shown in 
genomic sequences SEQ ID NO: 1,14, 7, . . . 1525, 1528 and 1531, or transcript 
sequences SEQ ID NO: 2, 5, 8, . . . 1526, 1529 and 1532, under stringent conditions; 

(c) the amino acid sequence of an ortholog of an amino acid sequence 
shown in SEQ ID NO:3, 6, 9, . . . 1527, 1530 and 1533, wherein said ortholog is encoded 
by a nucleic acid molecule that hybridizes to the nucleic acid molecule shown in genomic 
sequences SEQ ID NO: 1, 4, 7, . . . 1525, 1528 and 1531, or transcript sequences SEQ ID 
NO: 2, 5, 8, . . . 1526, 1529 and 153& fatfer stringent condition; 

(d) a fragment oflthe amino acid^equence shown in SEQ ID NO:3, 6, 9, 
. . . 1527, 1530 and 1533, wherein tie fragmertfcomprises at least 10 contiguous amino 
acids. 



2. An isolated peptide compris^ig an amino acid sequence selected from the 
group consisting of: 

(a) the amino acid sequence shown in SEQ ID NO:3, 6, 9, ... 1 527, 
1530 and 1533; 

(b) the amino acid sequencdof an allelic variant of the amino acid 
sequence shown in SEQ ID NO:3, 6, 9, . . . 152v, 1530 and 1533, wherein said allelic 
variant is encoded by a nucleic acid molecule thai hybridizes to the nucleic acid molecule 
shown in genomic sequences SEQ ID NO: 1, 4, y, . . . 1525, 1528 and 1531, or transcript 
sequences SEQ ID NO: 2, 5, 8, . . . 1526, 1529 akd 1532, under stringent conditions; 
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(c) the afanino acid sequence of an ortholog of an amino acid sequence 
shown in SEQ ID NO:3, 6, 9\ . . . 1527, 1530 and 1533, wherein said ortholog is encoded 
by a nucleic acid molecule thanhybridizes to the nucleic acid molecule shown in genomic 
sequences SEQ ID NO: 1 5 4, 71. . . 1525, 1528 and 1531, or transcript sequences SEQ ID 
NO: 2, 5, 8, ... 1 526, 1 529 MfdVl532, under stringent condition; 

(d) a fragmemAi&f the aminp^cid sequence shown in SEQ ID NO:3, 6, 9, 
. . . 1527, 1530 and 1533, vmereunhe^gment comprises at least 10 contiguous amino 
acids. 

3. An isolated antibody\that selectively binds to a peptide of claim 1 . 
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4. An isolated nucleic acid molecule consisting of a nucleotide sequence 
selected from the group consisting of: 

(a) a nucleotide sequence that encodes the amino acid sequence shown 
in SEQ ID NO:3, 6, 9, . . . 1527, 1530 and 1533; 

(b) a nucleotide sequence that encodes of an allelic variant of the amino 
acid sequence shown in SEQ ID NO:3, 6, 9, . . . 1527, 1530 and 1533, wherein said nucleic 
acid molecule hybridizes to the nucleic acid molecule shown in genomic sequences SEQ 
ID NO: 1, 4, 7, . . . 1525, 1528 ahd 1531, or transcript sequences SEQ ID NO: 2, 5, 8, . . . 
1526, 1529 and 1532, under stringent conditions; 

(c) a nucleotideWquence that encodes an ortholog of an amino acid 
sequence shown in SEQ ID NO:3, (ft 9, . . . 1527, 1530 and 1533, wherein said nucleic acid 
molecule hybridizes to the nucleic acia molecule shown in genomic sequences SEQ ID 
NO: 1, 4, 7, . , . 1525, 1528 and \53l\r transcript sequences SEQ ID NO: 2, 5, 8, . . . 
1526, 1529 and 1532, under stringent condition; 

(d) a nucleotide sequence that encodes a fragment of the amino acid 
sequence shown in SEQ ID NO:3, 6, 9, . . A1527, 1530 and 1533, wherein said the 
fragment comprises at least 10 contiguous amino acids; and 

(e) A nucleic acid molecule that is the complement of a nucleic acid 
molecule of (a)-(d). 
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5. An isolated nucleic acid molecule comprising a nucleotide sequence selected 
from the group consisting of: 

(a) a nucleotide sequence that encodes the amino acid sequence shown 
in SEQ ID NO:3, 6, 9, . . \l527, 1530 and 1533; 

(b) a nucleotide sequence that encodes of an allelic variant of the amino 
acid sequence shown in SEQuD NO:3, 6, 9, . . . 1527, 1530 and 1533, wherein said nucleic 
acid molecule hybridizes to the nucleic acid molecule shown in genomic sequences SEQ 
ID NO: 1, 4. 7, . . . 1525, 1528Wd 1531, or transcript sequences SEQ ID NO: 2, 5, 8, . . . 
1526, 1529 and 1532, under stringent conditions; 

(c) a nucleotide sequence that encodes an ortholog of an amino acid 
sequence shown in SEQ ID NO:3^L9, . . . \S21Aoi^ and 1533, wherein said nucleic acid 
molecule hybridizes to the nucleic a^4iB9l jee ^ shown in genomic sequences SEQ ID 
NO: 1, 4, 7, . . . 1525, 1528 and 153yL or transcript sequences SEQ ID NO: 2, 5, 8, . . . 
1526, 1529 and 1532, under stringent condition; 

(d) a nucleotide sequence that encodes a fragment of the amino acid 
sequence shown in SEQ ID NO:3, 6, 9, V . 1527, 1530 and 1533, wherein said the 
fragment comprises at least 10 contiguous Wnino acids; and 

(f) A nucleic acid molecule that is the complement of a nucleic acid 
molecule of (a)-(d). 

6. A nucleic acid vector comprising the nucleic acid sequences of claim 4. 

7. A nucleic acid vector cc^^sjj^the nucleic acid sequences of claim 5. 

8. A host cell containing the vector of claim 6. 

9. A host cell containinttiie vector of claim 7. 

1 0. A method for produWig any of the peptides of claim 1 comprising 
introducing a nucleotide sequence encojding any of the peptide sequences in (a)-(d) into a 



41 



host cell, and culturing the host cell under conditions in which the proteins are expressed 
from the nucleic aciq. 

11. A method for producing any of the peptides of claim 2 comprising 
introducing a nucleotide\sequence encoding any of the peptide sequences in (a)-(d) into a 
host cell, and culturing tH£ host cell under conditions in which the proteins are expressed 
from the nucleic acid. 



12. A method fori detecting the presence of any of the peptides of claim 1 in a 
sample, said method comprising contacting said sample with an agent that specifically 
allows detection of the presence of the peptide in the sample and then detecting the presence 
of the peptide. 

13. A method foil dete^ting-the presence of any of the peptides of claim 2 in a 
sample, said method comprising contacting said sample with an agent that specifically 
allows detection of the presence of tpe peptide in the sample and then detecting the presence 
of the peptide. 



14. A kit comprising reagents used for the method of claim 12, wherein the 
reagents comprise an agent that specifically binds to said peptide. 



15. A method for (detecting the presence of a nucleic acid sequence of claim 4 in 
a sample, the method comprising contacting the sample with an oligonucleotide that 
hybridizes to the nucleic acid sequences under stringent conditions and determining whether 
the oligonucleotide binds to the nucleic acid sequence in the sample. 



16. A method for detecting 
a sample, the method comprising co] 
hybridizes to the nucleic acid seque] 
the oligonucleotide binds to the nucl 




presence of a nucleic acid sequence of claim 5 in 
pie with an oligonucleotide that 
stringent conditions and determining whether 
id sequence in the sample. 
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17. A kit corarorising reagents used for the method of claim 1 5, wherein the 
reagents comprise a compound that hybridizes under stringent conditions to any of the 
nucleic acid molecules. 

18. A kit comprisiiJjg reagents used for the method of claim 16, wherein the 
reagents comprise a compound tJ^at hybridizes under stringent conditions to any of the 
nucleic acid molecules. 

1 9. A method for identimng an agent that binds to any of the peptides of 
claim 1, said method comprising pon^ting the peptide with an agent and assaying the 
contacted mixture to determine ^etHBf^earf^lex is formed with the agent bound to the 
peptide. 



20. A method for identifying aia agent that binds to any of the peptides of 
claim 2, said method comprising contactingVhe peptide with an agent and assaying the 
contacted mixture to determine whether a complex is formed with the agent bound to the 
peptide. 
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